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Integrated sequencing analysis of transcriptome, small RNA and degradome

reveal that micro-RNAs regulate anther development in CMS cotton
Li Yongqi, Nie Taili, Zhang Meng, Zhang Xuexian, Kashif Shahzad, Guo Liping, Qi Tingxiang, Tang
Huini, Wang Hailin, Qiao Xiugin, Feng Juanjuan, Wu Jianyong", Xing Chaozhu”"
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